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Genomes and developmental controlNo process in nature is as complex, as precise, and as ized gene expression patterns through the assembly ofhumbling as the formation of an embryo. Now that the
genome sequences of numerous organisms have been com-
pleted, and are more close at hand, it is possible to predict
the complete set of genes involved in creating an organism.
This wealth of information has highlighted our lack of
understanding of the molecular mechanisms that govern
the complex and highly specific temporal, spatial, and
quantitative patterns of expression of the myriad of genes
that ultimately create the metazoan body plan.
Despite the identification of numerous transcription fac-
tors and their DNA binding sequences, there remains a vast
gulf in our understanding of how the information encoded in
DNA is decoded by transcription factors and converted into
precise transcriptional responses. The eventual solution to
this problem will require not only molecular techniques for
the analysis of DNA–protein interactions in vivo but also
bioinformatic approaches to the analysis of DNA sequence
and computational methods for understanding genetic net-
works governed by thresholds, gradients, positive and
negative feedback loops, and functional redundancy. Armed
with this information, one can foresee a time at which it will
be possible to predict the expression pattern of a gene based
on the presence (or absence), position, affinity, and arrange-
ment of its cis-regulatory sequences and to create custom-0012-1606/$ - see front matter D 2003 Published by Elsevier Inc.
doi:10.1016/j.ydbio.2003.11.001synthetic regulatory elements.
Developmental Biology intends to highlight this emerg-
ing area of research by creating a new section of the journal
titled Genomes and Developmental Control, beginning
January 1, 2004. This new section will be edited by Eric
Davidson and will be dedicated to papers that address
analysis of developmental cis-regulatory systems; develop-
mental genomics; transcriptional mechanisms in develop-
ment, analysis of specific developmental processes, and
system-level approaches to such networks; comparative
analysis and evolution of regulatory systems; and compu-
tational advances that illuminate the identification and the
structure–function relationships of developmental control
systems. Papers selected for this section will appear together
on a monthly basis. We are dedicated to rapidly reviewing
papers for this section within 14 days of receipt.
We hope you will send us your best papers for inclusion
in this new section of the journal so that Developmental
Biology can become a venue for publication of the most
insightful papers in this area.Eric Olson
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